
Friday, May 1, 2009
UCLA Campus
635 Charles E. Young Drive South
Los Angeles, CA 90995
Neuroscience Research Building Auditorium

*Register early to secure a seat as space is limited. 

Register now at:
www.illumina.com/seminars

SEMINAR SCHEDULE

From Whole-Genome to Whole-Solution,  
Disease Analysis Tools for the Next Generation

Illumina Seminar Series

In the study of diseases, their causes and the development of therapies to treat them, flexible tools that look at RNA- and DNA-based 

changes across the genome are mission critical. Illumina is committed to providing such tools, from genome-wide analysis to low-multiplex 

target validation. 

This seminar series will bring you compelling updates on new tools for genetic analysis from Illumina and presentations from scientists using 

Illumina technology to power their next generation studies.

9:00 REGISTRATION

9:30 Introduction

9:40 An Overview of Illumina’s Sequencing, Expression and Regulation Portfolio Abizar Lakdawalla, Ph.D., Illumina

10:10 Exploring Transcriptomes with Long Paired-End Reads Ali Mortazavi, Ph.D., California Institute of 
Technology

10:40 An Overview of Illumina’s DNA Analysis Products – From Genotyping to CNV Jennifer Stone, Ph.D., Illumina

11:10 The Allelic Spectrum of Complex Traits: From Genotype to Sequence Nelson Freimer, Ph.D., UCLA

11:40 Conclusion

11:45 Lunch and Networking


