lllumina Seminar Series

From Whole-Genome to Whole-Solution,
Disease Analysis Tools for the Next Generation

In the study of diseases, their causes and the development of therapies to treat them, flexible tools that look at RNA- and DNA-based
changes across the genome are mission critical. lllumina is committed to providing such tools, from genome-wide analysis to low-multiplex

target validation.

This seminar series will bring you compelling updates on new tools for genetic analysis from Illumina and presentations from scientists using

[llumina technology to power their next generation studies.

MONDAY, MAY 4, 2009

UNIVERSITY OF CALGARY

HEALTH SCIENCES CENTRE

3330 HOSPITAL DRIVE NW, CALGARY
THEATRE 3

*Register early to secure a seat as space is limited.

SEMINAR SCHEDULE

9:00 REGISTRATION

9:30 Introduction

9:40 An Overview of lllumina’s Sequencing, Expression and Regulation Portfolio Chris Streck, Illumina

10:10 ChlIP-Sequencing: Centromeres and Circadian Rhythms Michael Freitag, Ph.D., Oregon State University
10:40 Sequencing Cancer Genomes and Transcriptomes Richard Moore, Ph.D., BC Cancer Agency

Genome Sciences Centre
11:10 An Overview of lllumina’s DNA Analysis Products — From Genotyping to CNV David Dailey, Ph.D.,lllumina
11:40 Pharmacogenomics of Severe Adverse Drug Reactions Colin Ross, Ph.D., University of British Columbia
12:10 CONCLUSION
12:15 LUNCH AND NETWORKING

Register now at:
www.illumina.com/seminars

illumina



